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Fig. 2. Encryption of extended ASCII character set in terms of DNA bases 



Create an array of 256 elements, 
N=1,M=1,L=1 



Initialize first element with a combination 
four DNA bases i.e. * ATGC" 



Change the value of rightmost base thrice (e.g. C-G- 
A-T) and fill succeeding elements with changed values 



N=l < 



No 




Change the value of DNA base second from right (e.g. G- 
A) and fill succeeding element with changed value, N^N+1 




Change the value of DNA base third from right 
(e.g. G-A) and fill succeeding element with changed 
value, M=M+1 



Change the value of leftmost base (e.g. G-A) and fill 
succeeding element with changed value, L— L+l 




No 



An array of 256 DNA frequences of 4-bases each is generated 
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Fig 3. Encryption Key. ASCII characters in terms of DNA strands 
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Fig.4. Process sheet for encryption & storage 



INFORMATION 

fto be encoded e.g. "WELGOMEn 



I 



! ENCODING USING S/W 

TTAQTACATAQQTATgTACPTAAQTAg.. 
A 



Fragmentation into a number of 
segments, add numbered header 
primers at. the beginning and 
continued tail primers at the end of 
all the segments except for last one 
wliich would be Hanked with 
terauuxatiixg tail primer 



FRAG MENT 
T 



TTACTACA 




FRAGMENT 



TA&. 



TTTATATA 



TAGCTATG - 



TERMINATING 



COM?. 



TTTATATA 



TACCTAACTACA - 



PRIMER 

TTTATATATAT 

ATTATTT 



DNA SYNTHESIS USING 
AUTIMATED DNA 
SYNTHESIZER 



CONEALING 

[mix the encoded DNA wtth the enormous 
complex denatured DNA strands of genomic 
DNA of human or other organism) 
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Ffg.5. Process summary 



ENCRYPTION 



INFORMATION 

[to be encoded e.g. 
"WELCOME"] 



ENCODING 

[USING SOFTWARE IN TERMS OF 
DNA BASES] 



TTAGTACA1AGCTATGTACCTAACTAC 

A 



DNA SYNTHESIS 

(fragmentation, If necessary, of encoded sequence, 
synthesis of encoded sequence/fragments using 
DNA synthesizer end primer addition of numbered 
primers (as per segment no] at both ends] 




STORAGE 

[mix the encoded DNA with the enormous 
complex denatured DNA strands of genomic 
DNA of human or other organism] 



DECRYPTION 



EXTRACTION OF STORED 
MESSAGE 

[isolate & amplify the SM-DNA using both known 
primers by PCR method] 




DNA SEQUENCER 

[sequencing of isolated & amplified 
SM-ONA using automated DNA 
. sequencer] 



SEQUENCE OBTAINED 

TTAOTACATAOCTATGTACCTAACTACA 



DECODING 

[ue&!n$ soflwar sj 



INFORMATION 
RETRIEVAL -WELCOME" 



